[Correlation of mRNA expression of hypoxia inducible factor-1alpha to biological features of pancreatic cancer].
Hypoxia inducible factor-1alpha(HIF-1alpha) is universally expressed in many types of cells, and plays a key role in modulation of tumor related genes under hypoxia. Our research was to detect mRNA expression of HIF-1alpha,and explore its relationship with biological characteristics of pancreatic cancer, such as tumor angiogenesis, tumor cell proliferation, differentiation, and metastasis. Reverse transcription-polymerase chain reaction (RT-PCR) was used to detect mRNA expression of HIF-1alpha in 50 specimens of pancreatic cancer tissues and relevant adjacent tissues. Expressions of Survivin, proliferating cell nuclear antigen (PCNA), and CD34 were measured by SP immunohistochemistry. Spearman rank correlation was used to analyze the correlation of mRNA expression of HIF-1alpha to expressions of Survivin, PCNA, and CD34. mRNA level of HIF-1alpha in pancreatic cancer tissues was significantly higher than that in adjacent tissues (0.77+/-0.04 vs. 0.56+/-0.01, P < 0.01). No significant difference in mRNA expression of HIF-1alpha was observed among tumor tissues of different pathologic grades (P > 0.05). mRNA level of HIF-1alpha in pancreatic cancer tissues of stages I-II was significantly higher than that in cancer tissues of stages III-IV (0.79+/-0.05 vs. 0.76+/-0.04, P < 0.05). mRNA level of HIF-1alpha was correlated with expressions of Survivin, PCNA, and CD34 (r=1.00, 0.91, and 0.68, respectively, P < 0.01). mRNA expression of HIF-1alpha has significant correlations with tumor angiogenesis, cell proliferation, apoptosis, and metastasis of pancreatic cancer.